Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.003 Å; R factor = 0.027; wR factor = 0.068; data-to-parameter ratio = 8.2. organic compounds o414 Jenkinson et al.
X-ray crystallographic analysis has established that the major product from the protection of d-glucoronolactone with benzaldehyde is (1S)-1,2-O-benzylidene--d-glucurono-6,3lactone, C 13 H 12 O 6 , rather than the R epimer. The crystal structure exists as O-HÁ Á ÁO hydrogen-bonded chains of molecules lying parallel to the a axis. The absolute configuration was determined by the use of d-glucuronolactone as the starting material.
Related literature
For related literature on the synthesis of protected d-glucuronolactone, see: Sheldrick et al. (1983) ; Macher et al. (1979) ; Shah (1969) . For literature related to the use of acetonideprotected d-glucuronolactone as an intermediate in the synthesis of (a) other sugars, see: Bleriot et al. (1997) ; Dax et al. (1991) ; Ke et al. (2003) ; Masaguer et al. (1997) ; (b) imino sugars, see: Dax et al. (1990) ; (c) sugar amino acids, see: Bashyal et al. (1986 Bashyal et al. ( , 1987 ; (d) many other bioactive targets, see: Kitahara et al. (1974) ; Austin et al. (1987) ; Witty et al. (1990) ; Shing & Tsui (1992) ; Yoda et al. (2002) . For the original NMR studies on benzylidene-protected glucoronolactone, see Csuk et al. (1984) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Symmetry code: (i) x À 1; y; z.
Data collection: COLLECT (Nonius, 2001) ; cell refinement: DENZO/SCALEPACK (Otwinowski & Minor, 1997) ; data reduction: DENZO/SCALEPACK; program(s) used to solve structure: SIR92 (Altomare et al., 1994) ; program(s) used to refine structure: CRYSTALS (Betteridge et al., 2003) ; molecular graphics: CAMERON (Watkin et al., 1996) ; software used to prepare material for publication: CRYSTALS.
Refinement
In the absence of significant anomalous scattering, Friedel pairs were merged and the absolute configuration was assigned from the starting material.
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